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Table 1. Names or identity of wheat genotypes used in the study
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Name/ ldentity No. Name/ Identity

1  Karaj-1 18 DN-11 35 Khazar-1
2 Karaj-2 19  Bezostaya 36  Mughan-1
3 Kargj-3 20  Navid 37  Mughan-2
4 Azadi 21 Alamout 38  Mughan-3
5  Ghods 22 Alvand 39  Golestan
6  Mahdavi 23 Zarin 40  Alborz

7 Niknejad 24 MV-17 41  Kaveh

8  Marvdasht 25  Gaspard 42 Rassoul

9  Pishtaz 26  Gascogne 43  Tajan

10  Shiraz 27  Soisson 44 Shiroudi
11  Sepahan 28  Shahriar 45  Darya

12 Bahar 29  Tous 46  Arta

13 Parsi 30  Pishgam 47 Morvarid
14 Sivand 31 C-84-8 48  N-85-5

15 M-85-7 32 Oroom 49  Arvand
16 WsS-82-9 33 Zaree 50  Chenab
17 WsS-85-10 34 Inia 51 Bayat

52
53
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55
56
57
58
59
60
61
62
63
64
65
66
67
68

Falat 69  Adl 86 Aria
Heirmand 70  Sardari 87 Dena
Darab-2 71 Azar-2 88 Behrang
Atrak 72 Zagross 89 UN-11
Chamran 73 Sabalan 90 Kohdasht
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Dez 75  Wi. Bc of Roshan 92 Dehdasht
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Shahpasand 80 Bam 97 Homa
Omid 81  Akbari 98 Seimareh
Roshan 82  Sistan 99 Saji
Tabassi 83 Arg 100  Norstar
Sholleh 84  Yavarous

Sorkhtokhm 85  Karkheh
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No. of 84, 85, 86, 87, 88, 92, 98 and 99 are durum wheat and the others are bread wheat.
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Table 2. Association of SSR markers with traits
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Abstract

This study was conducted to identify markers associated with some kernel traits in bread wheat in two
separate experiments under field and laboratory. One hundred wheat genotypes were evaluated in an
alpha lattice experimental design with two replications. Grain hardness, seed length, seed width and
thousand kernel weights were measured. Association mapping was performed based on 96 unlinked
and 22 SSR QTL linked markers, using structure and Tassel software. Correction for population
structure was performed using genome wide SSR markers so that genotypes were divided into six sub-
populations. Totally, 35 SSR markers linked to traits were detected; eight of them being QTL linked
markers and other markers that were linked to traits, were used to investigate population structure. The
QTLs linked markers were as follows: Chromosomes 5B, 5D and 6D had three QTL for grain
hardness. Nine QTLs were detected on chromosomes 1A, 1B, 2A, 2B, 2D, 5B, 5D, 6D and 7B for
kernel length, kernel width and thousand kernel weights. The results of this study demonstrate that
association mapping is a useful approach to complement and enhance previous QTL information for
marker-assisted selection in wheat.
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