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Table 1. The code, name and location of evaluated Russian olive genotypes
S EE PR NS PRI
Genotype code Genotype location Genotype code Genotype location
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1- Polymorphism Information Content
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Table 2. Descriptive statistics of morphological-quantitative traits among Russian olive genotypes

. Sl kS g Jla ASMe
Trait Mean Coefficient of variation Minimum Maximum
cm) &
m) S, Jsb 5.40 21.94 2.8 8.50
Leaf length
em) S 20 1.56 23.78 0.9 3.00
Leaf diameter
(mm) & s Jsb 9.93 32.75 2.00 20.00
Petiole length
@) S 055 0.10 49.42 0.01 0.27
Leaf weight
(MM) & 500 p3 J 5k 4.72 48.01 1.50 11.00
Fruit tail length
€M) ogn Jsb ks 2.51 19.91 1.30 4.00
Fruit longitudinal diameter
CM) o g0 5,0 1.55 18.80 0.70 2.30
Fruit crosswise diameter
(em) aeea o310 202 18.26 1.20 2.90
Fruit stone size
@r) o5 35S O3 1.28 37.96 0.45 3.00
Fruit pulp weight
gr) s 05 0.53 22.98 0.20 0.82

Fruit stone weight
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Figure 1. Dendrogram (UPGMA algorithm) of 30 Russian olive genotypes based on genetic distances calculated
using quantitative traits
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Table 3. The distance between different group pairs, resulted from clustering of Russian olive
genotypes based on quantitative traits

Oa}Jf f,OJJf Y‘a}; Ya); \ajjf _ ;_»:3};).:‘_)45
Group 5 Group 4 Group 3 Group 2 Group 1 Number of Genotype
Yos S
0 2 16
Group 1
Yos S
0 4.18 25 2
Group 2
Yoy S
0 6.43 321 25 8
Group 3
£ 05,8
0 3.97 5.64 4.02 2 1
Group 4
0 Y
0 6.63 5.84 4.15 3.18 2 3
Group 5
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Figure 2. Dendrogram (UPGMA algorithm) of 30 Russian olive genotypes based on genetic distances calculated

using qualitative traits
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Figure 3. Fingerprinting of Russian olive genotypes (1-30) using AFLP markers on Polyacrylamide gel
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Table 4. The genetic information generated by 14 AFLP primer combinations among 30 genotypes of Russian olive

s . . 5 5 O sl o
JKMJ.;;ULGML\LQ\W Vs L ' . JS_,AJJU\J:J Siklesy .

Polymorphic O o2 TS X o 2SS _ )

. . . . Effective allele Primer

information Shannon index Nei index Amplified binati Row
tent (PIC) No. p combinations

con Loci No.
0.33 0.57 0.39 1.68 51 GT+E-TM-A 1
0.73 0.54 0.36 1.57 26 M-GAG+E-TA 2
0.76 0.63 0.44 1.79 26 M-CAG+E-TA 3
0.83 0.49 0.32 1.49 46 M-TTT+E-GA 4
0.76 0.50 0.33 1.52 32 M-GC+E-CT 5
0.57 0.60 0.41 1.75 26 M-CAG+E-GT 6
0.69 0.56 0.38 1.66 42 M-GC+E-AGG 7
0.79 0.59 0.40 1.69 33 M-CAT+E-GA 8
0.66 0.59 0.40 1.69 26 M-CAA+EAGG 9
0.75 0.52 0.34 1.54 26 M-TTT+E-AGG 10
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AFLP markers
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Abstract

Genetic diversity among Russian olive genotypes in three different regions of East-Azerbaijan
province (includes Tabriz, Maragheh and Malekan) were assessed using morphological and molecular
(AFLP) markers. Results of the quantitative and qualitative traits statistics showed a significant
genetic variation among studied germplasm and categorized them in five distinguished groups. The
most number of genotypes from Maragheh region were in group 1, while, the group 3 consisted of the
majority of genotypes from Tabriz region. All genotypes were analyzed with 14 EcoRI-Msel primer
combinations. A total of 439 informative and polymorph AFLP markers was generated and analyzed.
Based on Jaccard Similarity Index, the minimum genetic similarity was observed between genotype 19
(from Malekan region) and 27 (from Maragheh). The principal coordinate analysis (PCoA) showed the
suitable genomic distribution of AFLP markers among individuals. The highest (0.83 %) and lowest
(0.33 %) polymorphic information content achieved by primers combination MTTT-EGA and MGT-
ETA, respectively. Cluster analysis using molecular data and UPGMA algorithm, classified the
studied genotypes in three distinguished groups. The genotypes at the same geographical region did
not classify in the same group based on clustering by molecular data. However, this achieved to a
large extent when they were classified groups using morphological traits. This result might be
explained in terms of convergent evolution and some in part due to asexual propagation of Russian
olive from the limited maternal genotypes and distribution across the different geographical regions.
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